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Rhodopseudomonas sphaeroides 
inorganic ion transport, 1183 
nitrate reductase, 1091 
D-(—)-tartrate dehydratase, 1061 
Rhodopseud: s sphaeroides forma sp. denitrifi- 
cans 
denitrification, 100 
nitrogen fixation, 100 
Rhodospirillaceae 
polar lipids in phototrophic bacteria, 1192 
Rhodospirillum 
polar lipids, 1192 
Rhodospirilli.m rubrum 
metabolite transport, light-driven, 1322 
photosynthetic membrane, 1145 
Rhodosporidium toruloides 
phenylalanine ammonia-lyase, 498 
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